: ggTas2r1 homology models and their templates. Hydrophobic (orange) and hydrophilic (light cyan) surfaces of β2AR crystal structure (A), ggTas2r1 model 1 (B), M2R crystal structure (C), and ggTas2r1 model 2 (D).
Supplementary
: Superimposition of all analyzed complexes of ggTas2r1 with its agonists: quinine (magenta), diphenidramine (yellow), diphenidol (cyan), chlorpheniramine (violet), chloramphenicol (orange), chloroquine (green), coumarin (red). Below we report the sequence similarity of the binding site of ggTas2r1 compared with the templates used in this work (4MQS.pdb and 2SN6.pdb) and the newly released X-ray structures (5G53.pdb and 5CIM.pdb).
As we may see from the figure above, the similarity of ggTas2r1 with all available templates is very low. 
